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EGF, NGF, and TPA Stimulated Activation 
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FIGURE 6 



Timecourse of EGF-Stimulated Activation 
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Raf-B Immunodepletion Has No Effect on MEKK Activity 
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FIGURE 8 



Raf-B Immunodepletion decreases Raf-B Activity 
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FIGURE 9 



Inhibitory N17Ras expression inhibits growth 
factor activation of MEKK 
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Forskolin Inhibition of EGF Activation 
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FIGURE 11 



MAPK Activation In COS Cells Expressing NH2-deletlons of MEKK 
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FIGURE 12 



Jun Kinase (JNK) activation by MEKK but not Raf 
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FIGURE 16 
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FIGURE 22 
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